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<210> 1 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Inventor: Sasaki, Katsutoshi; Miura, Kazumi; Saeki, Satoshi; 
Inventor: Yoshizawa, Misako; Kishimoto, Kazuya; 
Inventor: Kunitomo, Hirofumi; Nishi, Tatsunari; Obinata, Masuo 

<220> 

<223> synthetic DNA 
<400> 1 

atgaagtggc ttagaatccc ttcg 24 

<210> 2 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
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<400> 2 

atatcactga ttctgcatgc t 



<210> 3 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 3 

gttgattccc agcctcaggc ate 

<210> 4 
<211> 23 
<212> DNA 
<213> - Artificial 

<220> 

<223> synthetic DNA 
<400> 4 

tgaggaacga getgeagcaa egg 

<210> 5 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 5 

gatgccccat tttcacagca aag 



<210> 6 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 6 

gttctcccaa acctttgggg cag 

<210> V 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 7 

ctgagctcca gacaccatga acctt 

<210> 8 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 8 

ttaccgttgg cctgaaggag gcg 



<210> 9 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 9 

caggacctca ccacggaaag caa 

<210> 10 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 10 

ggggcgtctg gctcttctcg g 



<210> 11 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 11 

ggtacccctc caagccggac aa 

<210> 12 

<211> 26 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 



<400> .12 

gcaagtttca tttcccatca ccacat 



<210> 13 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 13 

ctgctgtgct gctgctactg. ct 



<210> 14 

<211> ' 23 

<212> DNA 

<213> Artificial . 

<220> 

<223> synthetic DNA 

<400> 14 

caaacctctg gggctgaaac aag 

<210> 15 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 15 • 

ctccgcctgg ggaacctcaa ca 



<210> 16 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 16 

tttcctgttg ctgtgagctt gctg 24 



<210> 17 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 17 

aaaagggagg aggaggaaaa agaca 25 



<210> 18 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 18 

agggaacagg atagggaata cagg 24 



<210> 19 

<211> 22 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthetic DNA 

<400> 19 

cccagagcac cagaaagccc ag 

<210> 20 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA . 

<400> 20 

ggcgcctctt tgacctcttc cc 

<210> 21 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 21 

gaccacaaag aacacaggct ccaa 

<210> 22 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 22 

caggtatcag acttgccaac aggg 



<210> 23 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 23 

catctactct gccgtggatg atgc 

<210> 24 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400>" 24 

gttcctcggg gacagtcaca cag 

<210> 25 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 25 

ccagcatcca tggcatcaag ttcc 



<210> 26 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 26 

gaggaccaag acaaacagca tcttg 

<210> 27 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 27 

tgacggcgat ggtgacgagc gcc 

<210> 28 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 28 

cagcctccca acagcagttg gcc 



<210> 29 

<211> 24 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 29 

ggtgtttgtg actctgggtg teat 



<210> 30 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 30 

gtgcaagctg cccagataca act 

<210> 31 

<211> 27 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 31 

gaaaaggaga aacaacatga tggacaa 

<210> 32 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 32 

agaagaactg caagtctctc tggaa 

33 
23 
DNA 

Artificial 
<220> 

<223> synthetic DNA 
<400> 33 

ggctttgcca tctgttctcc cct 



<210> 
<211> 
<212> 
<213> 



<210> 34 

<211> 27 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 34 

cattttcttc gagtctgttt tctttgt 



<210> 35 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 35 

gaagcagcat gtgcaagatc agtg 



<210> 36 

<211> 28 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 36 

caatccttgc atacatgata acaatgag 28 
37 

20 . 
DNA 

Artificial 

<220> - 
<223> -synthetic DNA 

<400> 37 

caatggctac cgggagtgcc 20 

38 
20 

DNA . 
Artificial 

<220> 

<223> synthetic DNA 
<400> 38 

gtacgtgagc acaatggctg , 20 



<210> 
<211> 
<212> 
<213> 



<210> 
<211> 
<212> 
<213> 



<210> 39 

< 2 1 1 > 23 

<212> DNA , 

<213> Artificial 
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<220> 

<223> synthetic DNA 

<400> 39 

ggatgacaag cagaggaagt atg 

<210> 40 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA . 

<400> 40 

gcaggtagca gccttccaca aac 

<210> 41 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 41 

cttccgcgag ctgcgcacca cc 

<210> 42 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 42 

gctggacacc cacaccatga eg 



<210> 43 

<211> 22 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 

<400> 43 

gectttcatg atccaccagc tc 

<210> 44 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 44 

gtgaaccagt agaggtcagt gtc 

<210> 45 

<211> 22 

<212> DNA 

<213> Artificial- 
ity 

<223> synthetic DNA 

<400> 45 

accgacctgc ctgeaagate cc 



<210> 46 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 46 

gctcccagtc tgctgcatag aagg 

<210> 47 

<211> 23 
<212> . DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 47 

gaccttcagc tccaagagcg agt 

<210> 48 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 48 

gtgaagaagt ggcgctggtc eg 

<210> 49 

<211> 31 

<212> DNA 

<213> Artificial 



23 



22 
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<220> 

<223> synthetic DNA 

<400> 49 

aataagcttg tgcacaggat gcctgacacc a 

<210> 50. 

<211> 29 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 50 

aaatgcggcc gctcagtagg cgtcgggct 

<210> 51 

<2U> 32 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 51 ^ 

gtataagctt gagtgcccct aacatgcggc tg 

<210> 52 

< 2 1 1 > 37 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 52 

aaatgcggcc gcttggccaa acgcaccgtt ttatttc 



<210> 53 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 53 

tgcccaggct tttgtcaaac agcacctt 



<210> 54 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 54 

ctccagtgcc aaggtctgaa 



<210> 55 
<211> 24 
<212> - DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 55 

gtggctggat tgtttgtaat gctg 



<210> 56 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 56 

cggttcctct tggtgttcat caac 

<210> 57 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 57 

ccctcggacc ccagactccg t 

<210> 58 

<211> 23 . 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 58 

ttcttgcagc cagctttgcg ttc 



<210> 59 

<211> 24 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 

<400> 59 

tgaacagagg gctcaatacg aaac 

<210> 60 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 60 

agacagaagg gaggctacaa atcc 

<210> 61 

< 2 1 1 > 26 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 61 

taatgatgat ggaaaaactg tggagg 

<210> 62 

<211> 26 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 62 

tgctgataga gatggtgtaa atgctg 



<210> 63 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 63 

actctgaggc attctgggac atct 

<210> 64 

< 2 1 1 > 25 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 64 

gtcatgttga tgttcaggtc tcctc 



<210> 65 

<211> 21 

<212> DNA- 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 65 

gcagactcgc gaagtccact c 



<210> 66 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 66 

gcaggtggct gcatacacgc 

<210> 67 

<211> 20 

<212> DNA 

<213> Artificial ' 

<220> 

<223> synthetic DNA 

<400> 67 

gccgggtgga gctggcagtg 

<210> 68 

<211> 20 

<212> DNA 

<213> Artificial- 

<220> 

<223> synthetic DNA 

<400> 68 

cggtcgcagt ggcgcgatgc 

<210> 69 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 69 

gcgataagag ggatgcgacc ctg 23 

<210> 70 
<211> 24 
<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 70 

ccactgaatc aggatactgc ccac 24 

<210> 71 
<211> 24 . 

<212> DNA 

<213> Artificial 

<220> 

<223> ■ synthetic DNA 

<400> 71 

gagtgcccgt ccatctttgc ttgg 24 

<210> 72 

><211> 24 

<212> DNA 

<213> Artificial 

<220> • 

<223> synthetic DNA 
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<400> 72 

tttcttctct tctccacttg gccc 

<210> 73 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 73 

cccggagcct cggaccacga agtg 

<210> 74 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 74 

aagctgtggt ccgctatgcg cage 

<210> 75 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 75 

ggacagacga gtgcctcagt tctc 



<210> 76 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 76 

gggctt.ttgc ctgagcgcag gate 

<210> 77 

<211> 29 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 77 

gaaccatgtc gctgaccaac acaaagacg 

<210> 78 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 78 

cgccctgggt ctccttgtca ttgtc 

<210> 79 

<211> 24 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 

<400> 79 

atcttctggc ctggggtgat gcag 

<210> 80 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 80 

gtctccgagt cctgcttctt cttg 

<210> 81 

<211> 20 

<212> DNA 

<213> Artificial . 

<220> 

<223> synthetic DNA 

<400> 81 

aagggaacaa catcgtagga 

<210> 82 

<211> 20 

<212> DNA 

<213> Artificial; 

<220> 

<223> synthetic DNA 



24 



20 
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<400> 82 

cattggcggt cttcatagta 



<210> 83 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 83 

ttagcaactg ggtctgcaat . 20 

<210> 84 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 84 

ggtgtagtcc tacactcatg 



20 



<210> 
<211> 
<212> 
<213> 



Artificial 



85 
21 
DNA 



<220> 
<223> 



synthetic DNA 



<400> 85 

ggactcgact gccccaggca g 



21 
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<210> 86 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 86 

ccacctgctc acaccgggcc 

<210> 87 

<211> 54 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 87 - 

tcgacaaata aagcaatagc atcacaaatt tcacaaataa agcatttttt tcaa 

<210> 88 . 

<211> 54 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 88 

tgcattgaaa aaaatgcttt atttgtgaaa tttgtgatgc tattgcttta tttg 

<210> 89 

<211> 39 

<212> DNA 

< 2 1 3 > Artificial 



27/90 



<220> 

<223> synthetic DNA 
<400> 89 

tgcattctag ttgtggtttg tccaaactcg agcccgggg 



<210> 90 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 90 

gtacccccgg gctcgagttt ggacaaacca caactagaa 

<210> 91 

<211> 40 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 91 

tcgacggtat cgattcgact gacgtcatac ttgacgtcac 



<210> 92 

<211> 40 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
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<400> 92 

tcgagtgacg tcaagtatga cgtcagtcga atcgataccg 

<210> 93 

<211> 29 

<212> DNA • 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 93 

tataagcttg ccgccgccat gggctgcct 

<210> 94 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 94 

attgttacct ctcttagagc agctcgtact gacg 

<210> 95 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 95 

caccttcgtg agtacaatct ggtctaac 



29/90 



<210> 96 

<211> 36 

<212> DM 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 96 

tcgagttaga ccagattgta ctcacgaagg tgcatg 



<210> 97 

<211> 26 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 97 

caccttcgtg attgtggtct ctttta 



<210> 98 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

-<400> 98 

aagcttaaaa gagaccacaa tcacgaaggt gcatg 

<210> 99 

<211> 30 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthetic DNA 

<400> 99 

tatggatcca gccccaccat gctcatggcg 

<210> 100 

<211> 32 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 100 

aatggtacct cctcacgatg aagtgtcctt gg 

<210> 101 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 101 

agccaagctt gcccgaggat gggagggc 

<210> 102 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 102 

ctcgaggcgg ccgctcagac tgctgtggac tgcttgatg 

<210> 103 

<211> 49 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 103 

gttcatttca aagcttccgc catggcatca tcatcctggc cccctctag 

<210> 104 

<211> 41 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 104 

ttggttcaat ggtaccttaa ttccgccaga aaagttggaa g 

<210> 105 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 105 

agtcaagctt cctttctcct gcaggtacca tgat 
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<210> 106 

<211> 37 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 106 

tttatagcgg ccgctcagct agacatcact gggggag 



<210> 107 

<211> 29 

<212> DNA 

. <213> Artificial 

<220> 

<223> synthetic DNA 

<400> 107 

gccccagaag cttaagtgcc caccatggg 

<210> 108 

<211> 33 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 108 

gttcattgtg gcggccgcag catcttcagc tgc 



<210> 109 

<211> 32 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthetic DNA 
<400> 109 

agtcaagctt acgcctgcac tccctcccta tg 

<210> 110 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 110 

tttatagcgg ccgcttcaga cctcgctggg agacc 



<210> 111 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 111 

agtcaagctt gttgaagagg acaggggtta aaatg 



<210> 112 

<211> 37 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
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<400> 112 

tttatagcgg ccgcaagggt gctacacatc actgggc 



<210> 113 

<211> 32 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 113 

agtcaagctt caggcctcat agccagccat gg 

<210> 114 

<211> 33 

<212>- DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 114 

ttatgcggcc gcgctaccag gaggccgagg cag 

<210> 115 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 115 

ctgagcgccg aagcttggcg cgcaccatga actcgtggg 
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<210> 116 

<211> 38 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 116 

ctaaactctt cagcggccgc gcggtccttc actcagac 



<210> 117 

<211> 33 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 117 

tactaagctt ggcgcagaga catggatgtg act 

<210> 118 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 118 

aatagcggcc gcaaggctgt ctacacggca ctgct 

<210> 1.19 
<211> 38 
<212> DNA 
<213> Artificial. 
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<220> 

<223> synthetic DNA 

<400> 119 

acgtaagctt ccaccatgaa tggcacctac aacacctg 

<210> 120 

<211> 37 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 120 

ctcgaggcgg ccgcttaggc gagggtcacg cacagag 

<210> 121 

<211> 34 

< 2 1 2 > DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 121 

gcatctgctt gctgtagcca agcttgcagg tatc 



<210> 122 

<211> . 35 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
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<400> 122 

gatccaaaac cgcggccgca ttacatttga tttac 



35 



<210> 123 

<211> 35 

<212> DNA 

.<213> Artificial 

<220> 

<223> synthetic DNA 

<400> ' 123 - 

agtcaagctt gttgaagagg acaggggtta aaatg 35 



<210> 124 

<211> 37 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 124 

tttatagcgg ccgcaagggt gctacacatc actgggc 37 



125 
42 
DNA 

Artificial - 
<220> 

<223> synthetic DNA 
<400> 125 

agtcaagctt gccgccacca tggccaactc cacagggctg aa 42 
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<210> 
<211> 
<212> 
<213> 



<210> 126 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 126 

tgtgacctgt gcaggggttg gat 

<210> 127 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 127 

ggaagcttcc accatgacca actcctcctc cacatc 



<210> 128 . 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 128 

cgctcgagtt accagtgctg gcccgcgg 



<210> 129 

<211> 40 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 

<400> 129 

cagtccaagc ttccaccatg ttagccaaca gctcctcaac 

<210> 130 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 130 

gttatagcgg ccgctcagag ggcggaatcc tgggg 

<210> 131 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 131 

gaactaatat aattgcaagc ttaaaaagga aaaaa 

<210> 132 

<211> 33 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
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<400> 132 

cttaaacttc gcggccgctc aaaacatcct tgg 

<210> 133 

<211> 33 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 133 

gcccacccca agcttaggtg cactgaccat gag 

<210> 134 

<211> 37 

<212> DNA ' 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 134 

gggaaaacgc ggccgctgag aggcttataa agcacgc 

<210> 135 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 135 

agtcaagctt ccaccatgca ggcgcttaac attacccc 
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<210> 136 

<211> 40 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 136 

gtttatagcg gccgcttaat gcccactgtc taaaggagaa 



<210> 137 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 137 

gggaagatga gaagcttctg ccgacggatg ctggc 



<210> 138 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 138 

gaaccacatt ggcggccgca ggacccccaa cctg 



<210> 139 

<211> 32 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthetic DNA 

<400> 139 

gagcccatga gaagcttggc cccttcaggc cc 

<210> 140 

<211> 33 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 140 

ctgaaggctg cggccgcacg tggagccacc cgc 

<210> 141 

<211> 48 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 141 

agtcaagctt ccaccatggc taaccttgac aaatacactg aaacattc 

<210> 142 

<211> 41 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
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<400> 142 

tttatagcgg ccgct.tagcc aatcattgat gaaccactct c 

<210> 143 

<211> 37 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 143 

cagtcaagct tccaccatga cgtccacctg caccaac 

<210> 144 

<211> 40 

<212> DNA 

<213> Artificial. 

<220> 

<223> synthetic DNA 

<400> 144 

gttatagcgg ccgcggacag ttcaaggttt gccttagaac 

<210> 145 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 145 

cagtcaagct tccaccatgc aggtcccgaa cagcaccg 
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<210> 146 

<211> 36 

<212> DNA 

<213> Artificial . 

<220> 

<223> synthetic DNA 

<400> 146 . 

gttatagcgg ccgctcagaa cacactctcc tgcctc 

<210> 147 

<211> 41 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 147 

gaccgctcga gccaccatga accagacttt gaatagcagt g 

<210> 148 

<211> 31 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 148 

ctcgaggtac cacctgtggg cggctctcaa g 

<210> 149 

<211> 25 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthetic DNA 

<400> 149 

cggagactct agagggtata taatg 

<210> 150 . 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 150. 

ctaatacgac tcactatagg g 

<210> 151 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<220> 

<221> misc_feature 

<222> (8). .(9) 

<223> n is a, g, c or t 

<400> 151 

ggccgcgnns agcctggagc gcat 



<210> 152 
<211> 24 



<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<220> 

<221> misc_feature 

<222> (11). .(12) 

<223> n is a, g c or t 

<400> 152 

ggccgcggtc nnsctggagc gcat 

<210> 153 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<220> 

<221> misc_feature 

<222> (11). .(12) 

<223> n is a, g, c or t 

<400> 153 

cgcggtcagc nnsgagcgca tggt 

<210> 154 

<211> 24 

<212> DNA 

<213> Artificial 



<220> 



<223> synthetic DNA 



<220> 

<221> misc_feature 

<222> (11). .(12) 

<223> n is a, g, c or t 

<400> 154 

ggtcagcctg nnscgcatgg tgtg 

<210> 155 

< 2 1 1 > 25 
<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<220> 

<221> misc_feature 

<222> (11). .(12) 

<223> n is a, g, c or t 

<400> 155 

cagcctggag nnsatggtgt gcatc 

<210> 156 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> . synthetic DNA 
<220> 

< 22 1 > misc_feature 



<222> (11). .(12) 

<223> n is a, g, c or t 

<400> 156 

cctggagcgc nnsgtgtgca tcgtg 

<210> 157 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<220> 

< 2 2 1 > misc_feature 

<222> (11). .(12) 

<223> n is a, g, c or t 

<400> 157 

ggagcgcatg nnstgcatcg tgcac 

<210> 158 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<220> 

<221> misc_feature 

<222> (11). .(12) 

<223> n is a, g, c or t 



<400> 158 

gcgcatggtg nnsatcgtgc acctg 

<210> 159 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<220> 

<221> raisc_f eature 

<222> (11). .(12) 

<223> n is a, g, c or t 

<400> 159 

catggtgtgc nnsgtgcacc tgcag 

<210> 160 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<220> 

<221> raisc_feature 

<222> (11).. (12) 

<223> n is a, g, c or t 

<400> 160 

ggtgtgcatc nnscacctgc agcg 



<210> 161 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<220> 

<221> misc_feature 

<222> (12). .(13) 

<223> n is a, g, c or t 

<400> 161 

agtcctgctg snncacgcgg atctg 

<210> 162 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<220> 

<221> misc_feature 

<222> (12). .(13) 

<223> n is a, g, c or t 

<400> 162 

ggaagtcctg snnggacacg cggat 

<210> 163 

<211> 24 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<220> 

<221> misc_feature 

<222> (11).. (12) 

<223> n is a, g, c or t 

<400> 163 

ccggaagtcs nnctgggaca cgcg 

<210> 164 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

< 2 2 3 > synthetic DNA 
<220> 

<221> misc_feature 

<222> (11). .(12) 

<223> n is a, g, c or t 

<400> 164 

gagccggaas nnctgctggg acac 

<210> 165 

<2U> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<220> 

<221> misc_feature 

<222> (12). .(13) 

<223> n is a, g, c or t 

<400> 165 

ggaagagccg snngtcctgc tggga 

<210> 166 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<220> 

<221> misc_feature 

<222> (11). .(12) 

<223> n is a, g, c or t 

<400> 166 

gcggaagags nngaagtcct gctgg 

<210> 167 

<211> 24 

<212> DNA 

<213> Artificial 

<220> . 

<223> synthetic DNA 
<220> 

<221> misc_feature 

<222> (11). .(12) 

<223> n is a, g, c or t 



<400> 167 

ggtgcggaas nnccggaagt cctg 



<210> 168 . 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<220> 

<221> misc_feature 

<222> (11). .(12) 

<223> n is a, g, c or t 

<400> 168 

gagggtgcgs nngagccgga agtc 

<210> 169 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<220> 

<221> misc_feature 

<222> (12). .(13) 

<223> n is a, g, c or t 

<400> 169 

ggaagagggt snngaagagc cggaa 



<210> 170 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<220> 

<221> misc_f eature 

<222> (12). .(13) 

<223> n is a, g, c or t 

<400> 170 

ggaggaagag snngcggaag agcc 

<210> 171 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 171 

cggagactct agagggtata taatg 

<210> 172 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 172 

ctaatacgac tcactatagg g 



<210> 173 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 173 

ctgctgcatc tccgtggcca gatacctggc tgtgg 

<210> 174 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 174 

ccacagccag gtatctggcc acggagatgc agcag 

<210> 175 

<211> 33 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 175 

ggggtcattg ccatcgcgcg ctactatgct gtc 
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<210> 176 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 176 

gacagcatag taggcgcgcg atggcaatga cccc 

<210> 177 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 177 

cacggccatc gccgtggcgc gctatgtggc cgtg 

<210> 178 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 178 

cacggccaca tagcgcgcca cggcgatggc cgtg 

<210> 179 

<211> 3.5 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 

<400> 179 

cctgcattgc cgttgcgcgc tatttggctg ttgtc 

<210> 180 

<211> 36 

< 2 1 2 > DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 180 ' 

gacaacagcc aaatagcgcg caacggcaat gcaagg 

<210> 181 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 181 

acgtaagctt ccaccatgct gccggactgg aagagctc 

<210> 182 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
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<400> 182 

ctcgaggcgg ccggctactc tgtagtgaag tccgaactt 

<210> 183 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 183 

acgtaagctt ccaccatgga tacaggcccc gaccagtc 

<210> 184 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 184 

ctcgaggcgg ccgctagctt tcagcacagg ccacc 

<210> 185 

<211> 40 • 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 185 

agctaagctt gtcccaaatg tcagtgaaac ccagctgggg 
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<210> 186 

<211> 40 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 186 

ctttatagtg cggccgctac ctcagctggg tgtaagaggc 

<210> 187 

<211> 365 

<212> PRT 

<213> Artificial 

<220> 

<223> OGR1S221N 

<400> 187 

Met Gly Asn lie Thr Ala Asp Asn Ser Ser Met Ser Cys Thr He Asp 
1 5 10 15 



His Thr lie His Gin Thr Leu Ala Pro Val Val Tyr Val Thr Val Leu 
20 25 ■ 30 



Val Val Gly Phe Pro Ala Asn Cys Leu Ser Leu Tyr Phe Gly Tyr Leu 
35 40 45 



Gin lie Lys Ala Arg Asn Glu Leu Gly Val Tyr Leu Cys Asn Leu Thr 
50 55 60 



Val Ala Asp Leu Phe Tyr He Cys Ser Leu Pro Phe Trp Leu Gin Tyr 
65 70 75 80 
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Val Leu Gin His Asp Asn Trp Ser His Gly Asp Leu Ser Cys Gin Val 
85 90 95 



Cys Gly He Leu Leu Tyr Glu Asn He Tyr He Ser Val Gly Phe Leu 
100 105 110 



Cys Cys He Ser Val Asp Arg Tyr Leu Ala Val Ala His Pro Phe Arg 
115 120 125 



Phe His Gin Phe Arg Thr Leu Lys Ala Ala Val Gly Val Ser Val Val 
130 135 140 



He Trp Ala Lys Glu Leu Leu Thr Ser He Tyr Phe Leu Met His Glu 
145 150 155 160 



Glu Val He Glu Asp Glu Asn Gin His Arg Val Cys Phe Glu His Tyr 
165 170 175 



Pro He Gin Ala Trp Gin Arg Ala He Asn Tyr Tyr Arg Phe Leu Val 
180 185 190 



Gly Phe Leu Phe Pro He Cys Leu Leu Leu Ala Ser Tyr Gin Gly He 
195 200 205 - 



Leu Arg Ala Val Arg Arg Ser Hi's Gly Thr Gin Lys Asn Arg Lys Asp 
210 215 220 



Gin He Gin Arg Leu Val Leu Ser Thr Val Val He Phe Leu Ala Cys 
225 230 235 240 



61/90 



Phe Leu Pro Tyr His Val Leu Leu Leu Val Arg Ser Val Trp Glu Ala 
245 250 255 



Ser Cys Asp Phe Ala Lys Gly Val Phe Asn Ala Tyr His Phe Ser Leu 
260 265 270 



Leu Leu Thr Ser Phe Asn Cys Val Ala Asp Pro Val Leu Tyr Cys Phe 
275 280 285 



Val Ser Glu Thr Thr His Arg Asp Leu Ala Arg Leu Arg Gly Ala Cys 
290 295 300 



Leu Ala Phe Leu Thr Cys Ser Arg Thr Gly Arg Ala Arg Glu Ala Tyr 
305 310 315 320 



Pro Leu Gly Ala Pro Glu Ala Ser Gly Lys Ser Gly Ala Gin Gly Glu 
325 330 335 



Glu Pro Glu Leu Leu Thr Lys Leu His Pro Ala Phe Gin Thr Pro Asn 
340 345 350 



Ser Pro Gly Ser Gly Gly Phe Pro Thr Gly Arg Leu Ala 
355 360 365 



<210> 188 

<211> 365 

<212> PRT 

<213> Artificial 



<220> 
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<223> 0GR1D118A 



<400> 188 

Met Gly Asn lie Thr Ala Asp Asn Ser Ser Met Ser Cys Thr lie Asp 
1 5 10 15 



His Thr lie His Gin Thr Leu Ala Pro .Val Val Tyr Val Thr Val Leu 
20 25 30 



Val Val Gly Phe Pro Ala Asn Cys Leu Ser Leu Tyr Phe Gly Tyr Leu 
35 40 - 45 



Gin lie Lys Ala Arg Asn Glu Leu Gly Val Tyr Leu Cys Asn Leu Thr 
50 55 60 



Val Ala Asp Leu Phe Tyr lie Cys Ser Leu Pro Phe Trp Leu Gin Tyr 
65 70 75 80 



Val Leu Gin His Asp Asn Trp Ser His Gly Asp Leu Ser Cys Gin Val 
85 90 95 



Cys Gly lie Leu Leu Tyr Glu Asn lie Tyr lie Ser Val Gly Phe Leu 
100 105 110 



Cys Cys He Ser Val Ala Arg Tyr Leu Ala Val Ala His Pro Phe Arg 
115 120 125 



Phe His Gin Phe Arg Thr Leu Lys Ala Ala Val Gly Val Ser Val Val 
130 135 140 
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He Trp Ala Lys Glu Leu Leu Thr Ser He Tyr Phe Leu Met His Glu 
145 150 155 160 



Glu Val He Glu Asp Glu Asn Gin His Arg Val Cys Phe Glu His Tyr 
165 170 175 



Pro lie Gin Ala Trp Gin Arg Ala He Asn Tyr Tyr Arg Phe Leu Val 
180 185 190 



Gly Phe Leu Phe Pro He Cys Leu Leu Leu Ala Ser Tyr Gin Gly He 
195 200 205 



Leu Arg Ala Val Arg Arg Ser His Gly Thr Gin Lys Ser Arg Lys Asp 
210 215 220 



Gin He Gin Arg Leu Val Leu Ser Thr Val Val He Phe Leu Ala Cys 
225 230 235 ■ 240 



Phe Leu Pro Tyr His Val Leu Leu Leu Val Arg Ser Val Trp Glu Ala 
245 250 255 



Ser Cys Asp Phe Ala Lys Gly Val Phe Asn Ala Tyr His Phe Ser Leu 
260 265 270 



Leu Leu Thr Ser Phe Asn Cys Val Ala Asp Pro Val Leu Tyr Cys Phe 
275 . 280 285 



Val Ser Glu Thr Thr His Arg Asp Leu Ala Arg Leu Arg Gly Ala Cys 
290 295 300 
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Leu Ala Phe Leu Thr Cys Ser Arg Thr Gly Arg Ala Arg Glu Ala Tyr 
305 310 315 ' 320 



Pro Leu Gly Ala Pro Glu Ala Ser Gly Lys Ser Gly Ala Gin Gly Glu 
325 330 335 



Glu Pro Glu Leu Leu Thr Lys Leu His Pro Ala Phe Gin Thr Pro Asn 
340 345 350 



Ser Pro Gly Ser Gly Gly Phe Pro Thr Gly Arg Leu Ala 
' 355 360 365 



<210> 189 

<211> 365 

<212> PRT 

<213> Artificial 

<220> 

<223> OGR1S221N/D118A 

<400> 189 

Met Gly Asn He Thr Ala Asp Asn Ser Ser Met Ser Cys Thr He Asp 
1 ' 5 10 15 



His Thr He His Gin Thr Leu Ala Pro Val Val Tyr Val Thr Val Leu 
20 25 30 



Val Val Gly Phe Pro Ala Asn Cys Leu Ser Leu Tyr Phe Gly Tyr Leu. 
35 40 45 



Gin lie Lys Ala Arg Asn Glu Leu Gly Val Tyr Leu Cys Asn Leu Thr 
50 55 60 
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Val Ala Asp Leu Phe Tyr lie. Cys Ser Leu Pro Phe Trp Leu Gin Tyr 
65 70 75 80 



Val Leu Gin His Asp Asn' Trp Ser His Gly Asp Leu Ser x Cys Gin Val 
85 90 95 



Cys Gly He Leu Leu Tyr Glu Asn He Tyr He Ser Val Gly Phe Leu 
100 - 105 110 



Cys Cys He Ser Val Ala Arg Tyr Leu Ala Val Ala His Pro Phe Arg 
115 120 125 



Phe His Gin Phe Arg Thr Leu Lys Ala Ala Val Gly Val Ser Val Val 
130 135 140 



He Trp Ala Lys Glu Leu Leu Thr Ser He Tyr Phe Leu Met His Glu 
145 150 155 160 



Glu Val He Glu Asp Glu Asn Gin His Arg Val Cys Phe Glu His Tyr 
165 170 175 



Pro He Gin Ala Trp Gin Arg Ala He Asn Tyr Tyr Arg Phe Leu Val 
180 185 190 



Gly Phe Leu Phe Pro He Cys Leu Leu Leu Ala Ser Tyr Gin Gly He 
195 200 205 



Leu Arg Ala Val Arg Arg Ser His Gly Thr Gin Lys Asn Arg Lys Asp 
210 215 220 
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Gin lie Gin Arg Leu Val Leu Ser Thr Val Val lie Phe Leu Ala Cys 
225 230 235 240 



Phe Leu Pro Tyr His Val Leu Leu Leu Val Arg Ser Val Trp Glu Ala 
245 * 250 255 



Ser Cys Asp Phe Ala Lys Gly Val Phe Asn Ala Tyr His Phe Ser Leu 
260 2.65 270 



Leu Leu Thr Ser Phe Asn Cys Val Ala Asp Pro Val Leu Tyr Cys Phe 

275 280 285 

) 

Val Ser Glu Thr Thr His Arg Asp Leu Ala Arg Leu Arg Gly Ala Cys 

290 295 . 300 

Leu Ala Phe Leu Thr Cys- Ser Arg Thr Gly Arg Ala Arg Glu Ala Tyr 

305 310 315 320 



Pro Leu Gly Ala Pro Glu Ala Ser Gly Lys 'Ser Gly Ala Gin Gly Glu 
325 330 335 



Glu Pro Glu Leu Leu Thr Lys Leu His Pro Ala Phe Gin Thr Pro Asn 
340 345 350 



Ser Pro Gly Ser Gly Gly Phe Pro Thr Gly Arg Leu Ala 
355 ' 360 365 



<210> 190 
<211> 407 
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<212> PRT 

<213> Artificial 

<220> 

<223> RE2D124A 
<400> 190 

Met Ser Leu Asn Ser Ser Leu Ser Cys Arg Lys Glu Leu Ser Asn Leu 
15 10 15 



Thr Glu Glu Glu Gly Gly Glu Gly Gly Val lie He Thr Gin Phe He 
20 .25 30 



Ala He He Val He Thr lie Phe Val Cys Leu Gly Asn Leu Val He 
35 . 40 45 



Val Val Thr Leu Tyr Lys Lys Ser Tyr Leu Leu Thr Leu Ser Asn Lys 
50 55 60 



Phe Val Phe Ser Leu Thr Leu Ser Asn Phe Leu Leu Ser Val Leu Val 
65 70 75 80 



Leu Pro Phe Val Val Thr Ser Ser He Arg Arg Glu Trp He Phe Gly 
.85 90 95 

Val Val Trp Cys Asn Phe Ser Ala Leu Leu Tyr Leu Leu He Ser Ser 
100 105 110 

Ala Ser Met Leu Thr Leu Gly Val He Ala He Ala Arg Tyr Tyr Ala 
115 120 125 
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Val Leu Tyr Pro Met Val Tyr.Pro Met Lys He Thr Gly Asn Arg Ala 
130 135 140 



Val Met Ala Leu Val Tyr He Trp Leu His Ser Leu He Gly Cys Leu 
145 150 155 160 



Pro Pro Leu Phe Gly Trp Ser Ser Val Glu Phe Asp Glu Phe Lys Trp 
165 170 175 • 



Met Cys Val Ala Ala Trp His Arg Glu Pro Gly Tyr Thr Ala Phe Trp 
180 185 190 



Gin lie Trp Cys Ala Leu Phe Pro Phe Leu Val Met Leu Val Cys Tyr 
195 200 205 



Gly Phe He Phe Arg Val Ala Arg Val Lys Ala Arg Lys Val His Cys 
210 215 220 



Gly Thr Val Val He Val Glu Glu Asp Ala Gin Arg Thr Gly Arg Lys 
225 230 235 240 



Asn Ser Ser Thr Ser Thr Ser Ser Ser Gly Ser Arg Arg Asn Ala Phe 
245 250 255 



Gin Gly Val Val Tyr Ser Ala Asn Gin Cys Lys Ala Leu He Thr He 
260 265 270 



Leu Val Val Leu Gly Ala Phe Met Val Thr Trp Gly Pro Tyr Met Val 
275 . 280 285 
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Val He Ala Ser Glu Ala Leu Trp Gly Lys Ser Ser Val Ser Pro Ser 
290 295 300 



Leu Glu Thr Trp Ala Thr Trp Leu Ser Phe Ala Ser Ala Val Cys His 
305 310 315 320 



Pro Leu He Tyr Gly Leu Trp Asn Lys Thr Val Arg Lys Glu Leu Leu 
325 330 335 

Gly Met Cys Phe Gly Asp Arg Tyr Tyr Arg Glu Pro Phe Val Gin Arg 

340 345 350 

Gin Arg Thr Ser Arg Leu Phe Ser lie Ser Asn Arg He Thr Asp Leu 
355 360 365 



Gly Leu Ser Pro His Leu Thr Ala Leu Met Ala Gly Gly Gin Pro Leu 
370 375 380 



Gly His Ser Ser Ser Thr Gly Asp Thr Gly .Phe Ser Cys Ser Gin Asp 
385 390 395 -400 



Ser Gly Asn Leu Arg Ala Leu 
405 



<210> 191 

<211> 309 

<212> PRT 

<213> Artificial 

<220> 

<223> GPR35D113A 
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<400> 191 



Met Asn Gly Thr Tyr Asn Thr Cys Gly Ser Ser Asp Leu Thr Trp Pro 
15 10 15 



Pro Ala lie Lys Leu Gly Phe Tyr Ala Tyr Leu Gly Val -Leu Leu Val 
20 25 30 



Leu Gly Leu Leu Leu Asn Ser Leu Ala Leu Trp Val Phe Cys Cys Arg 
35 40 45 



Met Gin Gin Trp Thr Glu Thr Arg He Tyr Met Thr Asn Leu Ala Val 
50 55 60 



Ala Asp Leu Cys Leu Leu Cys Thr Leu Pro Phe Val Leu His Ser Leu 
65 70 75 80 



Arg Asp Thr Ser Asp Thr Pro Leu Cys Gin Leu Ser Gin Gly lie Tyr 
85 1 90 95 



Leu Thr Asn Arg Tyr Met Ser lie Ser Leu Val Thr Ala lie Ala Val 
100 105 110 



Ala Arg Tyr Val Ala Val Arg His 
115 120 



Ser Pro Arg Gin Ala Ala Ala Val 
130 135 



lie Gly Ser Leu Val Ala Arg Trp 
145 150 



Pro Leu Arg Ala Arg Gly Leu Arg 
125 

Cys Ala Val Leu Trp Val Leu Val 
140 

Leu Leu Gly lie Gin Glu Gly Gly 
155 160 

71/90 



Phe Cys Phe Arg Ser Thr Arg His Asn Phe Asn Ser Met Arg Phe Pro 
165 170 175 



Leu Leu Gly Phe Tyr Leu Pro Leu Ala Val Val Val Phe Cys Ser Leu 
180 185 190 



Lys Val Val Thr Ala Leu Ala Gin Arg Pro Pro Thr Asp Val Gly Gin 
195 - 200 205 



Ala Glu Ala Thr Arg Lys Ala Ala Arg Met Val Trp Ala Asn Leu Leu 
210 215 220 



Val Phe Val Val Cys Phe Leu Pro Leu His Val Gly Leu Thr Val Arg 
225 230 235 . 240 



Leu Ala Val Gly Trp Asn Ala Cys Ala Leu Leu Glu Thr He Arg Arg 
245 250 255 



Ala Leu Tyr lie Thr Ser Lys Leu Ser Asp Ala Asn Cys Cys Leu Asp 
260 265 '270 



Ala He Cys Tyr Tyr Tyr Met Ala Lys Glu Phe Gin Glu Ala Ser Ala 
275 280 285 



Leu Ala Val Ala Pro Arg Ala Lys Ala His Lys Ser Gin Asp Ser Leu 
290 295 300 



Cys Val Thr Leu Ala 
305 



72/90 



<210> 192 

<211> 337 

<212> PRT 

<213> Artificial 

<220> 

<223> GPCR25D111A 
<400> 192 

Met Asn Ser Thr Cys He Glu Glu Gin His Asp Leu Asp His Tyr Leu 
15 10 15 



Phe Pro lie Val Tyr He Phe Val He He Val Ser He Pro Ala Asn 
20 25 30 



He Gly Ser Leu Cys Val Ser Phe Leu Gin Pro Lys Lys Glu Ser Glu 
35 40 45 



Leu Gly He Tyr Leu Phe Ser Leu Ser Leu Ser Asp Leu Leu Tyr Ala 
50 55 60 



Leu Thr Leu Pro Leu Trp lie Asp Tyr Thr Trp Asn Lys Asp Asn Trp 
65 70 75 80 



Thr Phe Ser Pro Ala Leu Cys Lys Gly Ser Ala Phe Leu Met Tyr Met 
85 90 95 



Lys Phe Tyr Ser Ser Thr Ala Phe Leu Thr Cys He Ala Val Ala Arg 
100 105 110 



73/90 



Tyr Leu Ala Val Val Tyr Pro Leu Lys Phe Phe Phe Leu Arg Thr Arg 
115 120 125 



Arg He Ala Leu Met Val Ser Leu Ser He Trp He Leu Glu Thr He 
130 135 140 



Phe Asn Ala Val Met Leu Trp Glu Asp Glu Thr Val Val Glu Tyr Cys 
145 150 155 160 



Asp Ala Glu Lys Ser Asn Phe Thr Leu Cys Tyr Asp Lys Tyr Pro Leu 
165 170 175 



Glu Lys Trp Gin He Asn Leu Asn Leu Phe Arg Thr Cys Thr Gly Tyr 
180 185 190 



Ala He Pro Leu Val Thr He Leu He Cys Asn Arg Lys Val Tyr Gin 
195 200 205 



Ala Val Arg His Asn Lys Ala Thr Glu Asn Lys Glu Lys Lys Arg He 
210 215 220 



He Lys Leu Leu Val Ser He Thr Val Thr Phe Val Leu Cys Phe Thr 
225 230 235 240 



Pro Phe His Val Met Leu Leu He Arg Cys He Leu Glu His Ala Val 
245 250 255 



Asn Phe Glu Asp His Ser Asn Ser Gly Lys Arg Thr Tyr Thr Met Tyr 
260 265 270 



74/90 



Arg He Thr Val Ala Leu Thr Ser Leu Asn Cys Val Ala Asp Pro He 
275 280 285 



Leu Tyr Cys Phe Val Thr Glu Thr Gly Arg Tyr Asp Met Trp Asn He 
290 295 300 



Leu Lys Phe Cys Thr Gly Arg Cys Asn Thr Ser Gin Arg Gin Arg Lys 
305 310 315 320 



Arg He Leu Ser Val Ser Thr Lys Asp Thr Met Glu Leu Glu Val Leu 
325 330 335 



Glu 



<210> 193 

<211> 361 

<212> PRT 

<213> Artificial 

<220> 

<223> PGM0334E135F 
<400> 193 

Met Ser Pro Glu Cys Ala Arg Ala Ala Gly Asp Ala Pro Leu Arg Ser 
15 10 15 



Leu Glu Gin Ala Asn Arg Thr Arg Phe Pro Phe Phe Ser Asp Val Lys 
20 25 30 



Gly Asp His Arg Leu Val Leu Ala Ala Val Glu Thr Thr Val Leu Val 
35 40 45 



75/90 



Leu lie Phe Ala Val Ser Leu Leu Gly Asn Val Cys Ala Leu Val Leu 
50 55 60 



Val Ala Arg Arg Arg Arg Arg Gly Ala Thr Ala Cys Leu Val Leu Asn 
65 70 75 80 



Leu Phe Cys Ala Asp Leu Leu Phe He Ser Ala lie Pro Leu Val Leu 
85 90 95 



Ala Val Arg Trp Thr Glu Ala Trp Leu Leu Gly Pro Val Ala Cys His 
100 105 110 



Leu Leu Phe Tyr Val Met Thr Leu Ser Gly Ser Val Thr lie Leu Thr 
115 120 125 



Leu Ala Ala Val Ser Leu Phe Arg Met Val Cys lie Val His Leu Gin 
130 135 140 



Arg Gly Val Arg Gly Pro Gly Arg Arg Ala Arg Ala Val Leu Leu Ala 
145 150 155 160 



Leu lie Trp Gly Tyr Ser Ala Val Ala Ala Leu Pro Leu Cys Val Phe 
165 170 175 



Phe Arg Val Val Pro Gin Arg Leu Pro Gly Ala Asp Gin Glu lie Ser 
180 185 190 



lie Cys Thr Leu lie Trp Pro Thr lie Pro Gly Glu He Ser Trp Asp 
195 200 205 



76/90 



Val Ser Phe Val Thr Leu Asn Phe Leu Val Pro Gly Leu Val lie Val 
210 215 220 



lie Ser Tyr Ser Lys lie Leu Gin He Thr Lys Ala Ser Arg Lys Arg 
225 230 235 240 



Leu Thr Val Ser Leu Ala Tyr Ser Glu Ser His Gin He Arg Val Ser 
245 250 255 



Gin Gin Asp Phe Arg Leu Phe Arg Thr Leu Phe Leu Leu Met Val Ser 
260 265 270 



Phe Phe He Met Trp Ser Pro He lie He Thr He Leu Leu He Leu 
275 280 285 



He Gin Asn Phe Lys Gin Asp Leu Val He Trp Pro Ser Leu Phe Phe 
290 295 300 



Trp Val Val Ala Phe Thr Phe Ala Asn Ser Ala Leu Asn Pro He Leu 
3.05 310 315 320 



Tyr Asn Met Thr Leu Cys Arg Asn Glu Trp Lys Lys He Phe .Cys Cys 
325 330 335 

Phe Trp Phe Pro Glu Lys Gly Ala He Leu Thr Asp Thr Ser Val Lys 
340 345 350 

Arg Asn Asp Leu Ser He He Ser Gly 
355 360 

77/90 



< 2 1 0 > 194 

<211> 361 

<212> PRT 

<213> Artificial 

<220> 

<223> PGM0334E135Q 

<400> 194 

Met Ser Pro Glu Cys Ala Arg Ala Ala Gly Asp Ala Pro Leu Arg Ser 
1 5 10 15 



Leu Glu Gin Ala Asn Arg Thr Arg Phe Pro Phe Phe Ser Asp Val Lys 
20 25 30 



Gly Asp His Arg Leu Val Leu Ala Ala Val Glu Thr Thr Val Leu Val 
35 40 45 



Leu He Phe Ala Val Ser Leu Leu Gly Asn Val Cys Ala Leu Val Leu 
50 55 60 



Val Ala Arg Arg Arg Arg Arg Gly Ala Thr Ala Cys Leu Val Leu Asn 
65 70 75 80 • 



Leu Phe Cys Ala Asp Leu Leu Phe He Ser Ala He Pro Leu Val Leu 
85 90 95 



Ala Val Arg Trp Thr Glu Ala Trp Leu Leu Gly Pro Val Ala Cys His 
100 105 110 



78/90 



Leu Leu Phe Tyr Val Met Thr Leu Ser Gly Ser Val Thr lie Leu Thr 
115 . 120 125 



Leu Ala Ala Val Ser Leu Gin Arg Met Val Cys He Val His Leu Gin 
130 135 140 



Arg Gly Val Arg Gly Pro Gly Arg Arg Ala Arg Ala Val Leu Leu Ala 
145 150 155 160 



Leu lie Trp Gly Tyr Ser Ala Val Ala Ala Leu Pro Leu Cys Val Phe 
165 170 175 



Phe Arg Val Val Pro Gin Arg Leu Pro Gly Ala Asp Gin Glu He Ser 
180 185 190 



He Cys Thr Leu He Trp Pro Thr He Pro Gly Glu He Ser Trp Asp 
195 200 205 



Val Ser Phe Val Thr Leu Asn Phe Leu Val Pro Gly Leu Val He Val 
210 215 220 



He Ser Tyr Ser Lys lie Leu Gin He Thr Lys Ala Ser Arg Lys Arg 
225 230 235 240 



Leu Thr Val Ser. Leu Ala Tyr Ser Glu Ser His Gin He Arg Val Ser 
245 250 255 



Gin Gin Asp Phe Arg Leu Phe Arg Thr Leu Phe Leu Leu Met Val Ser 
260 265 270 



79/90 



Phe Phe lie Met Trp Ser Pro lie lie He Thr He Leu Leu He Leu 
275 280 285 



He Gin Asn Phe Lys Gin Asp Leu Val He Trp Pro Ser Leu Phe Phe 
290 295 300 



Trp Val Val Ala Phe Thr Phe Ala Asn Ser Ala Leu Asn Pro He Leu 
305 310 315 320 



Tyr Asn Met Thr Leu Cys Arg Asn Glu Trp Lys Lys He Phe Cys Cys 
325 330 335 



Phe Trp Phe Pro Glu Lys Gly Ala He Leu Thr Asp Thr Ser Val Lys 
340 345 350 



Arg Asn Asp Leu Ser He He Ser Gly 
355 360 



<210> 195 

<211> 361 

<212> PRT 

<213> Artificial 

<220> 

<223> PGM0334E135A 
<400> 195 

Met Ser Pro Glu Cys Ala Arg Ala Ala Gly Asp Ala Pro Leu Arg Ser 
15 10 15 



Leu Glu Gin Ala Asn Arg Thr Arg Phe Pro Phe Phe Ser Asp Val Lys 
20 25 30 



80/90 



Gly Asp His Arg. Leu Val Leu Ala Ala Val Glu Thr Thr Val Leu Val 
35 40 45 



Leu lie Phe Ala Val Ser Leu Leu Gly Asn Val Cys Ala Leu Val Leu 
50 55 60 



Val Ala Arg Arg Arg Arg Arg Gly Ala Thr Ala Cys Leu Val Leu Asn 
65 70 75 . 80 



Leu Phe Cys Ala Asp Leu Leu Phe He Ser Ala lie Pro Leu Val Leu 
85 90 95 

Ala Val Arg.Trp Thr Glu Ala Trp Leu Leu Gly Pro Val Ala Cys His 
100 105 110 

Leu Leu Phe Tyr Val Met Thr Leu' Ser Gly Ser Val Thr lie Leu Thr 
115 120 125 

Leu Ala Ala Val Ser Leu Ala Arg Met Val Cys lie Val His Leu Gin 
130 135- 140 . 



Arg Gly Val Arg Gly Pro Gly Arg Arg Ala Arg Ala Val Leu Leu Ala 
145 150 155 160 



Leu He Trp Gly Tyr Ser Ala Val Ala Ala Leu Pro Leu Cys Val Phe 
165 170 175 



Phe Arg Val Val Pro Gin Arg Leu Pro Gly Ala Asp Gin Glu He Ser 
180 185 190 



81/90 



lie Cys Thr Leu lie Trp Pro Thr lie Pro Gly Glu He Ser Trp Asp 
195 200 205 



Val Ser Phe Val Thr Leu Asn Phe Leu Val Pro Gly Leu Val He Val 
210 215 220 



lie Ser Tyr Ser Lys He Leu Gin He Thr Lys Ala Ser Arg Lys Arg 
225 230 235 240 



Leu Thr Val Ser Leu Ala Tyr Ser Glu Ser His Gin He Arg Val Ser 
245 250 255 



Gin Gin Asp Phe Arg Leu Phe Arg Thr Leu Phe Leu Leu Met Val Ser 
260 265 270 



Phe Phe He Met. Trp Ser Pro He He He Thr He Leu Leu He Leu 
275 280 285 



He Gin Asn Phe Lys Gin Asp Leu Val He Trp Pro Ser Leu Phe Phe 
290 295 300 



Trp Val Val Ala Phe Thr Phe Ala Asn Ser Ala Leu Asn Pro He Leu 
305 310 315 320 



Tyr Asn Met Thr Leu Cys Arg Asn Glu Trp Lys Lys He Phe Cys Cys 
325 330 335 



Phe Trp Phe Pro Glu Lys Gly Ala He Leu Thr Asp Thr Ser Val Lys 
340 345 350 



82/90 



Arg Asn Asp Leu Ser lie He Ser Gly 
355 360 



<210> 196 

<211> 361 

<212> PRT 

<213> Artificial 

<220> 

<223> PGM0334D259S 
<400> 196 

Met Ser Pro Glu Cys Ala Arg Ala Ala Gly Asp Ala Pro Leu Arg Ser 
15 10 15 



Leu Glu Gin Ala Asn Arg Thr Arg Phe Pro Phe Phe Ser Asp Val Lys 
20 25 30 



Gly Asp His Arg Leu Val Leu Ala Ala Val Glu Thr Thr Val Leu Val 
35 40 45 



Leu lie Phe Ala Val Ser Leu Leu Gly Asn Val Cys Ala Leu Val Leu 
50 55 60 



Val Ala Arg Arg Arg Arg Arg Gly Ala Thr Ala Cys Leu Val Leu Asn 
65 70 75 80 



Leu Phe Cys Ala Asp Leu Leu Phe lie Ser Ala He Pro Leu Val Leu 
85 90 95 



83/90 



Ala Val Arg Trp Thr Glu Ala Trp Leu Leu Gly Pro Val Ala Cys His 
100 105 110 



Leu Leu Phe Tyr Val Met Thr Leu Ser Gly Ser Val Thr He Leu Thr 
115 120 125 



Leu Ala Ala Val Ser Leu Glu Arg Met Val Cys He Val His Leu Gin 
130 135 140 



Arg Gly Val Arg Gly Pro Gly Arg Arg Ala Arg Ala Val Leu Leu Ala 
145 150 155 160 



Leu lie Trp Gly Tyr Ser Ala Val Ala Ala Leu Pro Leu Cys Val Phe 
165 170 175 



Phe Arg Val Val Pro Gin Arg Leu Pro Gly Ala Asp Gin Glu lie Ser 
180 185 190 



He Cys Thr Leu He Trp Pro Thr lie Pro Gly Glu He Ser Trp Asp 
195 200 205 



Val Ser Phe Val Thr Leu Asn Phe Leu Val Pro Gly Leu Val He Val 
210 . 215 220 



He Ser Tyr Ser Lys He Leu Gin He Thr Lys Ala Ser Arg Lys Arg 
225 230 235 240 



Leu Thr Val Ser Leu Ala Tyr Ser Glu Ser His Gin He Arg Val Ser 
245 250 255 



84/90 



Gin Gin Ser Phe Arg Leu Phe Arg Thr Leu Phe Leu Leu Met Val Ser 
260 265 270 



Phe Phe lie Met Trp Ser Pro He He He Thr He Leu Leu He Leu 
275 280 285 



He Gin Asn Phe Lys Gin Asp Leu Val He Trp Pro Ser Leu Phe Phe 
290 295 300 



Trp Val Val Ala Phe Thr Phe Ala Asn Ser Ala Leu Asn Pro He Leu 
305 310 315 320 



Tyr Asn Met Thr Leu Cys Arg Asn Glu Trp Lys Lys He Phe Cys Cys 
325 330 335 



Phe Trp Phe Pro Glu Lys Gly Ala He Leu Thr Asp Thr Ser Val Lys 
340 345 350 



Arg Asn Asp Leu Ser He He Ser Gly 
355 360 



<210> 197 

<211> 330 

<212> PRT 

<213> Artificial 

<220> 

<223> GPR43R217P 
<400> 197 

Met Leu Pro Asp Trp Lys Ser Ser Leu He Leu Met Ala Tyr He He 
15 10 15 

85/90 



He Phe Leu Thr Gly Leu Pro Ala Asn Leu Leu Ala Leu Arg Ala Phe 
20 25 30 



Val Gly Arg He Arg Gin Pro Gin Pro Ala Pro Val His He Leu Leu 
35 • 40 45 



Leu Ser Leu Thr Leu Ala Asp Leu Leu Leu Leu Leu Leu Leu Pro Phe 
50 55 60 



Lys He He Glu Ala Ala Ser Asn Phe Arg Trp Tyr Leu Pro Lys Val 
65 70 75 80 



Val Cys Ala Leu Thr Ser Phe Gly Phe Tyr Ser Ser He Tyr Cys Ser 
85 90 95 



Thr Trp Leu Leu Ala Gly He Ser He Glu Arg Tyr Leu Gly Val Ala 
100 105 110 



Phe Pro Val Gin Tyr Lys Leu Ser Arg Arg Pro Leu Tyr Gly Val He 
115 120 125 



Ala Ala Leu Val Ala Trp Val Met Ser Phe Gly His Cys Thr He Val 
130 135 140 



He lie Val Gin Tyr Leu Asn Thr Thr Glu Gin Val Arg Ser Gly Asn 
145 150 155 160 



Glu He Thr Cys Tyr Glu Asn Phe Thr Asp Asn Gin Leu Asp Val Val 
165 170 175 



86/90 



Leu Pro Val Arg Leu Glu Leu Cys Leu Val Leu Phe Phe He Pro Met 
180 185 190 



Ala Val Thr lie Phe Cys Tyr Trp Arg Phe Val Trp He Met Leu Ser 
195 200 205 



Gin Pro Leu Val Gly Ala Gin Arg Pro Arg Arg Ala Val Gly Leu Ala 
210 215 220 



Val Val Thr Leu Leu Asn Phe Leu Val Cys Phe Gly Pro Tyr Asn Val 
225 230 235 240 



Ser His Leu Val Gly Tyr His Gin Arg Lys Ser Pro Trp Trp Arg Ser 
245 250 255 



He Ala Val Val Phe Ser Ser Leu Asn Ala Ser Leu Asp Pro Leu Leu' 
260 265 270 



Phe Tyr Phe Ser Ser Ser Val Val Arg Arg Ala Phe Gly Arg Gly Leu 
275 280 285 



Gin Val Leu Arg Asn Gin Gly Ser Ser Leu Leu Gly Arg Arg Gly Lys 
290 295 300 



Asp Thr Ala Glu Gly Thr Asn Glu Asp Arg Gly Val Gly Gin Gly Glu 
305 310 315 320 



Gly Met Pro Ser Ser Asp Phe Thr Thr Glu 
325 330 



87/90 



<210> 198 

<211> 330 

<212> PRT 

<213> Artificial 

<220> 

<223> GPR43R217P/E106D 

<400> 198 

Met Leu Pro Asp Trp Lys Ser Ser Leu He Leu Met Ala Tyr lie He 
1 5 10 15 



He Phe Leu Thr Gly Leu Pro Ala Asn Leu Leu Ala Leu Arg Ala Phe 
20 ' 25 30 



Val Gly Arg He Arg Gin Pro Gin Pro Ala Pro Val His He Leu Leu 
35 40 45 



Leu Ser Leu Thr Leu Ala Asp Leu Leu Leu Leu Leu Leu Leu Pro Phe 
50 55 . 60 



Lys He He Glu Ala Ala Ser Asn Phe Arg Trp Tyr Leu Pro Lys Val 
65 70 75 80 



Val Cys Ala Leu Thr Ser Phe Gly Phe Tyr Ser Ser He Tyr Cys Ser 
85 90 95 



Thr Trp Leu Leu Ala Gly He Ser He Asp Arg Tyr Leu Gly_Val Ala 
100 105 110 



88/90 



Phe Pro Val Gin Tyr Lys Leu Ser Arg Arg Pro Leu Tyr Gly Val He 
115 120 125 



Ala Ala Leu Val Ala Trp. Val Met Ser Phe Gly His Cys Thr He Val 
130 135 140 



He He Val Gin Tyr Leu Asn Thr Thr Glu Gin Val Arg Ser Gly Asn 
145 150 155 160 



Glu He Thr Cys Tyr Glu Asn Phe Thr Asp Asn Gin Leu Asp Val Val 
165 170. 175 



Leu Pro Val Arg Leu Glu Leu Cys Leu Val Leu Phe Phe He Pro Met 
180 185 190 



Ala Val Thr He Phe Cys Tyr Trp Arg Phe Val Trp He Met Leu Ser 
195 200 205 



Gin Pro Leu Val Gly Ala Gin Arg Pro Arg Arg Ala Val Gly Leu Ala 
210 215 220 



Val Val Thr Leu Leu Asn Phe Leu Val Cys Phe Gly Pro Tyr Asn Val 
225 230 235 240 



Ser His Leu Val Gly Tyr His Gin Arg Lys Ser Pro Trp Trp Arg Ser 
245 250 255 



He Ala Val Val Phe Ser Ser Leu Asn Ala Ser Leu Asp Pro Leu Leu 
260 265 270 



89/90 



Phe Tyr Phe Ser Ser Ser Val Val Arg Arg Ala Phe Gly Arg Gly Leu 
275 280 285 



Gin Val Leu Arg Asn Gin Gly Ser Ser Leu Leu Gly Arg Arg Gly Lys 
290 295 300 



Asp Thr Ala Glu Gly Thr Asn Glu Asp Arg Gly Val Gly Gin Gly Glu 
305 310 315 320 



Gly Met Pro Ser Ser Asp Phe Thr Thr Glu 
325 • 330 



90/90 



